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DDBJ Sequence Read Archive (DRA) is an archive database for output data generated by next-generation sequencing machines including Roche 454 GS
Systeme, lllumina Genome Analyzers, Applied Biosystems SOLiD= System, and others. DRA is a member of the International Nucleotide Sequence Database
Collaboration (INSDC) and archiving the data in a close collaboration with NCBI Sequence Read Archive (SRA) and EBI Sequence Read Archive (ERA). Please
submit the trace data from conventional capillary sequencers to DDBJ Trace Archive.
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DRA is part of the National project of integrating life science databases, and is supported by the Japan Science and Technology Agency Institute for
Bicinformatics Research and Development.

CopyrighteDMA Data Bank of Japan. All Rights Reserved. Last modified: Feb. 16, 2011
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Top 10 species in INSDC
(as of April, 2011)

No. Organisms Mucleotides Entries

001 Homo sapiens 14813854723 bp 15655926 entry

002 Mus musculus 8859499642 bp 7875214 entry

003 Rattus norvegicus 6444234541 bp 2184105 entry
004 Bos taurus 5361703017 bp 2190542 entry

005 Zea mays 5037654694 bp 3892585 entry

006 Sus scrofa 4784533986 bp 3218932 entry

007 Danioc rerio 3136145051 bp 1697980 entry

o008 Unknown. 2646099850 bp 5051961 entry

009 marine metagenome 2149495444 bp 2643001 entry

010 Strongylocentrotus purpuratus 1352920226 bp 228238 entry
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NWe conclude that photosynth
evolved

and were living in a stratified ocean supersaturated in

di ssolved silica 3,416 mill i

M. M. Tice and D. R. Lowe ( Stanford University, USA)
Nature 431: 549 - 552, 2004






